• 



ATGACCGCTATGAGCACTGCAATTACACGCCAGATCGTTCTCGATACCGAAACCACCGGTATGAACCAGA 70 



•mutD- 



MTAMSTAI TRQ I VLDTETTGMNQ 
TTGGTGCGCACTATGAAGGCCACAAGATCATTGAGATTGGTGCCGTTGAAGTGGTGAACCGTCGCCTGAC 140 



mutD- 



IGAHYEGHKI I E IGAVEVVNRRLT 
GGGCAATAACTTCCATGTTTATCTCAAACCCGATCGGCTGGTGGATCCGGAAGCCTTTGGCGTACATGGT 210 



■mutD* 



GNNFHVYITKPDRLVDPEAFGVHG 
ATTGCCGATGAATTTTTGCTCGATAAGCCCACGTTTGCCGAAGTAGCCGATGAGTTCATGGACTATATTC 280 



■mutD- 



IADEFLLDKPT^FAEVADEFMDYI 
GCGGCGCGGAGTTGGTGATCCATAACGCAGCGTTCGATATCGGCTTTATGGACTACGAGTTTTCGTTGCT 350 



jQ mutD ■ 

e.;RGAELVIHNAAFD IGFMDYEF SLL 
i TAAGCGCGATATTCCGAAGACCAATACTTTCTGTAAGGTCACCGATAGCCTTGCGGTGGCGAGGAAAATG 420 



■mutD- 



KRDIPKTNTFC KVTDSLAVARKM 
TTTCCCGGTAAGCGCAACAGCCTCGATGCGTTATGTGCTCGCTACGAAATAGATAACAGTAAACGAACGC 490 



P 



■mutD- 



ftj F PGKRNSLDALCARYEIDNSKRT 



% - s 



y TGCACGGGGCATTACTCGATGCCCAGATCCTTGCGGAAGTTTATCTGGCGATGACCGGTGGTCAAACGTC 560 



•mutD- 



L HGALL DAQ I LA EVY LAMTG G Q T S 
GATGGCTTTTGCGATGGAAGGAGAGACACAACAGCAACAAGGTGAAGCAACAATTCAGCGCATTGTACGT 630 



•mutD ■ 



MAFAM EGET Q Q Q QG EAT I QR IVR 
CAGGCAAGTAAGTTACGCGTTGTTTTTGCGACAGATGAAGAGATTGCAGCTCATGAAGCCCGTCTCGATC 700 



■mutD- 



QASKLRVVFATDEE I AAHEARLD 
TGGTGCAGAAGAAAGGCGGAAGTTGCCTCTGGCGAGCATAA 741 



•mutD- 



VQKKGG SC LWRA 
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